Tumor content limits some
NGS-based NSCLC tests
Clinical practice guidelines recommend broad genetic profiling
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Sample requirements can differ greatly from one test to the next

Method 1
20% minimum,
30% optimum tumor content

25 mm² minimum sample
surface area, entire block
or 10 slides required²

50 ng–1,000 ng
minimum input

10% minimum tumor content

No minimum surface
area requirement; 2 slides for
resection, 9 for CNB required

10 ng minimum input required

Method 2

NGS-based testing input requirements are typically expressed as

content. Even if similar numbers of slides are required for both tests,

X ng of nucleic acid, and can differ significantly between different

the tumor area and percent tumor content required are significantly

NGS-based tests. The figures below explain the practical implications

higher for Method 1, in order for testing to be successful.

of these different requirements in terms of tissue, tumor area, and

Potential impact of different sample requirements on patients
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The difference in the ability of each method to
accommodate small samples can have a direct impact
on patients’ outcomes. Based on the tumor area alone,
only 215 out of 1,791 patient samples submitted to
Cancer Genetics, Inc. could be tested using Method 1,
while all 1,791 samples could be tested using Method 2.
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