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Rapid NGS testing for acute
myeloid leukemia (AML)

European LeukemiaNet (ELN)
recommendations for AML molecular testing
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diagnostic markers

ELN recommends
results in 3-5 days for:

FLT3, IDH1,

IDH2, NPM1,
PML-RARA,
CBFB-MYH11,
RUNXT1-RUNXT1TT,
KMT2A, BCR-ABL,
and other fusions
if possible.
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ELN recommends
results within the
first round of
chemotherapy for:

Targetable
mutations
and genes
for urgent

diagnosis

of APL and
other AML entities

CEBPA, DDX41, TP53, ASXL1, BCOR,
EZH2, RUNX1, SF3B1, SRSF2, STAG2, b

U2AF1, ZRSR2, DEK-NUP214,
KAT6A-CREBBP, GATA2, MECOM(EVIT),
RBM15-MRTFA PY

MRD
baseline

Genetic markers
for determining risk
category and disease
subclassification

ELN recommends
J/ testing the following
additional genes

at diagnosis:

ANKRD26, BCORL1, BRAF, CBL, CSF3R,
DNMT3A, ETV6, GATA2, JAK2, KIT, KRAS,
NRAS, NF1, PHF6, PPM1D, PTPN11,
x\ RAD21, SETBP1, TET2, WT1

Complete . Results from these genes
atient report are for establishing a baseline
P P for subsequent measurable
residual disease (MRD)
monitoring by NGS

Recent changes to medical guidelines and classification
criteria for AML have added pressure on laboratories to
increase molecular testing for more genetic biomarkers
and deliver results in just days. Given these changes, the
traditional approach involving multiple single-analyte tests
is no longer sustainable. Only rapid next-generation
sequencing (NGS) can provide a full molecular report for
a wide range of genetic markers as fast as in a single day
to inform frontline patient-care decisions.

Streamlined testing
with NGS

Detect multiple types
of genetic alterations
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Comparison of molecular testing strategies

Single-analyte testing

Complex: Requires multiple modalities (PCR, FISH, CE/Sanger
sequencing) with various workflows and timelines.

Time consuming: It can take weeks for all genetic markers to be
tested individually.

Costly: There are additive costs of running multiple individual tests
(e.g., labor and reagents).

Inefficient: Valuable patient samples can be rapidly depleted with
multiple tests.

© 2023 Thermo Fisher Scientific Inc. All rights reserved. All trademarks are the property of
Thermo Fisher Scientific and its subsidiaries unless otherwise specified. COL119926 0123

NGS

Simple: A single workflow provides a complete molecular report.

Rapid: Get results in as fast as 1 day.

Cost effective: Limit costs by performing one comprehensive test.

Efficient: Multiple genes and types of genetic alterations are tested at
once, preserving patient samples.
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